. Strains used in this study Strain Genotype/Phenotype Reference Escherichia coli CC118λpir araD, Δ(ara, leu), ΔlacZ74, phoA20, galK, thi-1, rspE, rpoB, argE, recA1, λ pir DH5α F-, Δ80ΔdlacZM15, Δ (lacZYA-argF)U169, endA1, recA1, hsdR17 (r K -m K + ), deoR, thi-1, supE44, λ -, gyrA96, relA1
Gibco/BRL HH26 Marker exchange mobilization strain for conjugal transfer (Grinter, 1983 Figure S1 . RsmA is a negative regulator of sdhEygfX expression. A. Schematic representation of the location of the transposon insertion upstream of rsmA (rsmA pro ; strain PCF176). B. β-galactosidase activity of the sdhEygfX::lacZ fusion in a WT background (strain HSPIG46) or in the presence of the rsmA pro mutation (strain PCF177). Data shown are the means ± SD (n=3). Figure S2 . Prodigiosin production and complementation in the rsmA pro mutant. A Prodigiosin assay and B photo of prodigiosin production in WT and rsmA pro strain (PCF176) containing either an empty vector control (EV; pQE-80LoriT) or a plasmid expressing RsmA (pPF513). In (A) data shown are the means ± SD (n=3). Figure S3 . RsmC represses surfactant production. Drop collapse assay that qualitatively measures the surface tension effects of surfactant production in WT and rsmC pro (strain PCF174) containing either an empty vector control (EV; pQE-80LoriT) or a plasmid expressing RsmC (pPF512). The assay was performed as described previously (Williamson et al., 2008) . 
